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CRAYFISH PLAGUE

Ireland’s native white-clawed crayfish
are under threat from crayfish plague
(Aphanomyces astaci), a highly
infectious fungus

e Introductions can alter
symbiont communities

Linda Pitkin (2020) Freshwéter Hab/tats Trust
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* Trophic transmission
adds complexity
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Objectives

Identify symbionts of congeneric crayfish in
native and non-native ranges

Compare 1nfection by trophically-transmitted
symbionts 1n syntopic crayfish populations
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Review known symbionts of both crayfish species

P. clarkii | P troglodytes
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Objectives

*Compare infection by trophically-transmitted
symbionts in syntopic crayfish populations



S N
Ny TS SO S

ARG

di

Heterospinus mccor

ha

dimorp

Ibirhynchus



di

Heterospinus mccor

ha

dimorp

)
~
g
)
S
=
S




IblrhynchLTs.dl

«\‘b



I fish

ic cray

top

ion in syn

infecti

Compare acanthocephalan

-native

A
i S
g




Acanthocephalan species B [birhynchus dimorpha [ Heterospinus mccordi

Prevalence

Sep 2023

Prevalence (%)
(\® o AN
- - -

e
-
1

-
1

P clarkii
N =43

P. troglodytes
N =27



Prevalence

Acanthocephalan species B Ibirhynchus dimorpha [0 Heterospinus mccordi

Sep 2023

Prevalence (%)
(\® e S~
- - -

e
-
1

-
1

P troglodytes
N =27



Acanthocephalan species B Ibirhynchus dimorpha [0 Heterospinus mccordi

Prevalence

Sep 2023

Feb 2024

Prevalence (%)
(\® e AN
- - -

e
-
1

-
1

P troglodytes ) clarkii P. troglodytes
N =27 N=22



Acanthocephalan species B Ibirhynchus dimorpha [0 Heterospinus mccordi

Prevalence

Sep 2023

Feb 2024

Prevalence (%)
(\® e AN
- - -

e
-
1

-
1

P troglodytes ) clarkii P. troglodytes
N =27 N=22



Intensity
N W
- —

[E—
-
1

Intensity of infection (1. dimorpha)

20

30
Host Length (mm)

35




30 -

Intensity
S

[R—
-
1

Intensity of infection (1. dimorpha)

Length: p <0.001

Host species: p <0.001

@ o &
O o

o o

20

25

30
Host Length (mm)

35










Spillover













s

Spillback







Acknowledgements

Thank you!
Questions?

-Shellfish Research Section
-CofC Grice Marine Lab

;
Molecular Core facility

.\ -Bronwyn Williams

' U.S.
! FISH & WILDLIFE
SERVICE

(" o E 3 ‘ " '/. " o
\ N /Y )

fothmang@dnr




